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previously protective community environment. The additional hybridization of samples
with Gammaproteobacteria overgrowth demonstrated, that the increment is solely due to
Enterobacteriaceae (Ebac1790 probe) probably representing some recent incomer. In two sam-
ples Candida overgrowth was thus massive that all epithelial cells were destroyed and had
to be removed from the resistance evaluation. In four, the growth did not visually affect the
epithelial cell numbers. These four Candida positive and six samples with Enterobacteriaceae
overgrowth were not removed from the antibiotic resistance testing, since despite chaotic
changes in ratios of the initially observed microbial group, each sample sustained enough
microbial representatives for a comparison of antimicrobial effects.

Figure 1. Mean ± SD concentrations of omnipresent Gardnerella and LGC bacteria surrounding
10 epithelial cells in the antimicrobial tests. The abbreviations are the same for all figures and
tables in this manuscript: N -number of patients, c0—baseline controls, c2/c24—controls after 2 h
and 24 h incubation, M—metronidazole, Ci—ciclopirox, O octenisept®, L—Lactobacillus crispatus,
S—Sacharomyces boulardii, P—phagolysin, PL—phagolysine + Lactobacillus crispatus, PS—phagolysin +
Sacharomyces boulardii. HDD—high density dysbiosis, MDD moderate density dysbiosis. “*” indicates
statistical significance with p < 0.05 as assessed with one-way ANOVA with multiple comparisons
against the c24 control.
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Table 1. Mean concentrations of omnipresent Gardnerella and LGC bacteria surrounding 10 epithelial
cells in the antimicrobial tests.

Gardnerella LGC Group

All HDD MDD All HDD MDD

N= 38 20 18 38 20 18
c0 1494 2576 280 156 202 101
c2 1380 161
c24 1097 1917 187 179 224 129
M 1032 1803 174 67 70 63
Ci 93 153 26 28 40 16
O 331 587 47 29 39 19
L 997 1756 154 175 229 134
S 816 1430 134 194 251 131
P 97 161 26 154 188 116

PL 88 150 19 156 202 105
PS 63 120 1 242 275 204

k24/c,o,p,pl,ps
p < 0.001

24/c,o,p,pl,ps
p < 0.001

k24/c,o,p,pl,ps
p < 0.05

p/ps p < 0.01

k24/m,c,o p < 0.001
k24/p/ps p = 0.01

k24/ps p = 0.03

k24/m p < 0.001
k24/p/ps
p = 0.012

k24/ps p = 0.03

k24/m p < 0.02
k24/c,o p < 0.001
k24/ps p = 0.03
p/ps p = 0.01

SD values are not demonstrated since irrelevant for presentation. The abbreviations are the same for all tables in
this manuscript: N -number of patients, c0—baseline controls, c2/c24—controls after 2 h and 24 h incubation, M—
metronidazole, Ci—ciclopirox, O octenisept®, L—Lactobacillus crispatus, S—Sacharomyces boulardii, P—phagolysin,
PL—phagolysine + Lactobacillus crispatus, PS—phagolysin + Sacharomyces boulardii. HDD -high density dysbiosis,
MDD moderate density dysbiosis. Bold numbers within the table are the numbers significantly reduced as
compared to 24 h controls.
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Table 2. Mean concentrations of bacteria detected only in some vaginal samples in the antimicrobial tests.

Atopobium Lactobacilli (Lab158) L.iners L.crisp Prevotella Gammaproteobacteria Candida

All HDD MDD All HDD MDD All HDD MDD All All HDD MDD all HDD MDD All

N=
24 16 8 25 15 10 14 5 9 5 (3) 24 13 11 15 5(2) 10 (4) 6(2)

(64%) (80%) (44%) (66%) (75%) (56%) (37%) (25%) (50% (13%) (63%) (65%) (61%) (39%) (25/15%) (56/28%) (16%)
c0 92 125 36 43 44 42 123 49 172 49 17 13 24 23 22 15 6.3

c24 62 86 38 38 27 34 160 40 204 40 46 37 54 470 412 631 93
M 48 73 7 37 26 48 152 40 192 37 0.6 0.7 0.5 458 377 597 140
Ci 10 17 3.3 12 2.8 22 8.4 1.2 13 2.8 16 19 12 148 193 111 2
O 2.6 3.6 1.4 5.3 3.7 6.9 4.9 2.8 6.8 1.8 1 1.5 0.8 9.6 9.2 9.9 3.6
L 61 84 31 36 30 41 170 45 214 38 13 16 11 118 84 157 93
S 46 78 12 23 19 26 56 22 87 40 48 49 46 556 460 652 17
P 33 55 5.8 27 18 36 132 41 150 39 60 39 80 510 425 595 115

PL 32 52 5.5 29 25 33 131 50 176 37 12 13 12 115 115 116 114
PS 22 40 3.2 25 18 33 23 12 28 44 103 88 116 858 569 1168 37

k24/ps
p = 0.02
k24/c,o
p < 0.001

k24/c,o
p < 0.001

k24/m,c,
o,l,s,p,pl, ps
p < 0.05–0.02

K24/c,o
p < 0.05

K24/c
p < 0.05

K24/c,o
p < 0.01
K24/ps
p > 0.05

k24/c,o
p < 0.05

k24/c,o
p < 0.05

k24/m
p < 0.001
k24/c,o,l
p < 0.05

k24/m
p < 0.01
k24/o

p < 0.05

k24/m
p < 0.01
k24/o

p < 0.05

k0/k24;
k24/0

p < 0.01

k0/k24;
k24/o

p < 0.05

k0/k24;
k24/0

p < 0.05

k0/k24; k24/c,o
p = 0.01
k24/s,m
p < 0.05




